Desulfurobacterium sp. strain HR11 was isolated from a hydrothermal vent on the Juan de Fuca Ridge. We present the 1.55-Mb genome sequence of HR11, which contains 1,624 putative protein-coding sequences. Overall genome relatedness index analyses indicate that HR11 is a novel subspecies of D. thermolithotrophum.
program, version 2.1 (15) . Forty marker proteins defined in the species identification (SpecI) program (16) were manually compared using BLAST-P. The ANI score was 95.9%, the GGDC scores were 82%, 67%, and 82%, and the SpecI score was 98.5%, which were at or above their respective cutoff values for species determination (3, 16) . However, the genomic and phenotypic differences between strain HR11 and D. thermolithotrophum BSA and the other Desulfurobacterium species (Table 1) suggest naming HR11 a novel subspecies of D. thermolithotrophum.
Data availability. This whole-genome shotgun project was deposited at DDBJ/ ENA/GenBank under the accession number WSXR00000000. The version described in this paper is version number WSXR01000000. The raw reads were deposited in the Sequence Read Archive under run number SRR10619028 and BioProject number PRJNA580254. Electron acceptor
Optimal conditions are shown in parentheses. 1, D. thermolithotrophum HR11 (1); 2, D. thermolithotrophum BSA T (2); 3, D. crinifex NE1206 T (4); 4, D. indicum K6013 T (5); 5, D. pacificum SL17 T (6); 6, D. atlanticum SL22 T (6); ND, not determined.
